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WE: B BUKETESATABMHZERTK (CHB) BE 78 HBV RNA K, F 47 IME HBV RNA K 54%% (BR)
KU (NAS) RS EIT AR R, Ak HER2022F28—2022F7 A A2 T RAEFAEEZRE KB ERESE
B2 EEFRR 3006 CHB EEZEAM AN R, WEEBBMKAR, RIEBEBEEVRETETNEARRD ARIETA(=73) 67
B jEl<1 FE4E (n=91) AT Af[E)>1 4 (n=136) , 4N £ F M5 HBV RNA F1HBV DNA 32 % HBsAg iR E, T EXR WA
b #2 5R F Mann-Whitney U483 , 25 4 [8] Eb 82 3R A Kruskal-Wallis H 485 , 3 — 25 7 # b 3 X A Bonferroni &R IE 7% ; 1T 8 KL A
X 1%, X A Spearman B X D TLL B IEAREEXEE ., £R  HBeAgFHM R 18. 3%, 7£ HBV DNA FA 135 # HBV RNA FH
& G b 44. 1%(86/195) . HBeAg FH 14 2H F1 HBeAg B M 2A 88 35 1175 HBV RNA .HBV DNA .HBsAg KED =R E B 5%
T ERX(Z1E45 74 10. 740.6. 300.7. 280, P1EY<0. 05) . KIATTH5ATr A<l FFHIXE DNAKELRIERE HITHE
Z2(P<0.05), KEITHES G 7R E>1 FE48 HBV RNA  HBV DNA 7K 45 Z [ H Gt 5 = X (P E19<0. 05) , 387 i [E)<
1 £ 5787 BF[81>1 £ 25 # HBV RNA .HBV DNA (HBsAg KKER M ER ZF B HITER X (PEIY<0.05), HURS AT
i8] 5 HBV RNA.HBsAg 7K £ 2 #% 55 f1 48 % (r {E 5 3 4 -0. 247.-0. 138, P {&19<0. 05) , 5 HBV DNA K 238 A8 % (r=
-0.771,P<0.001), IM& HBV RNA 5 HBV DNA.HBsAg K 24K E % (rE 5 5125 0. 360.0. 442, P {E19<0. 001 ) , #—F
PEATER, ERBTHAT , HBV RNA 5 HBV DNA 7K £ 358 1F 485 (r=0. 752, P<0. 001) , 5 HBsAg /K E F E IFFH3< (1=
0.559,P<0.001) ; Z 3597 i jg)<1 FE 485 ,HBV RNA 5 HBV DNA . HBsAg /K 2R EIEAE % (FE 9 30 0. 396.0. 388, P{&
1<0.001) ; 73857 B j8)>1 £ 4B 71 , HBV RNA 5 HBsAg 7K F 2R E IE 48 5 (r=0. 352,P<0.001) ., £t M HBVRNA S
NAs AT Rf[E] 2 714835, 5 HBV DNA . HBsAg /K I1H X M & AT i B M EKZEH Tk, JIMAE—EEE LEACHB &
FREFKEENNTIER, TRER BT EREFPRBASEFIKEEAHIERS.
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Abstract: Objective To investigate the serum level of HBV RNA in untreated or treatment-experienced patients with chronic

hepatitis B (CHB) and the correlation between serum HBV RNA level and the duration of antiviral therapy with nucleos (1) ide
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analogues (NAs). Methods A total of 300 patients with CHB who attended Department of Infectious Diseases in The First
Affiliated Hospital of Shihezi University School of Medicine from February to July, 2022, were enrolled as subjects. Related
clinical data were collected, and according to the duration of antiviral therapy, they were divided into untreated group with 73
patients, treatment duration <1 year group with 91 patients, and treatment duration >1 year group with 136 patients. Serum HBV
RNA load, HBV DNA load, and HBsAg concentration were measured for all patients. The Mann-Whitney U test was used for
comparison of continuous data between two groups, and the Kruskal-Wallis H test was used for comparison between multiple
groups, further pairwise comparison using Bonferroni method; the chi-square test was used for comparison of categorical data; a
Spearman correlation analysis was used to investigate the degree of correlation between various indicators. Results The positive
rate of HBeAg was 18.3%, and among the patients with negative HBV DNA, the patients with positive HBV RNA accounted for
44.1% (86/195). There was a significant difference in the distribution of the serum levels of HBV RNA, HBV DNA, and HBsAg
between the positive HBeAg group and the negative HBeAg group (Z=10.740, 6.300, and 7.280, all P<0.05). There was a
significant difference in the distribution of DNA level between the untreated group and the treatment duration <1 year group (P<
0.05) ; there was a significant difference in the distribution of HBV RNA and HBV DNA levels between the untreated group and the
there was a significant difference in the distribution of HBV RNA, HBV DNA, and
HBsAg levels between the treatment duration <1 year group and the treatment duration >1 year group (P<0.05). The correlation
analysis between the duration of antiviral therapy and the levels of HBV RNA, HBV DNA, and HBsAg showed that the duration of
antiviral therapy had an extremely weak negative correlation with the levels of HBV RNA and HBsAg (r=-0.247 and —-0.138, both P<
0.05) and a strong negative correlation with the level of HBV DNA (r=-0.771,
between the serum level of HBV RNA and the serum levels of HBV DNA and HBsAg (r=0.360 and 0.442, both P<0.001). Further
stratified analysis showed that in the untreated group, there was a strong positive correlation between HBV RNA and HBV DNA (r=
0.752, P<0.001) and a moderate positive correlation between HBV RNA and HBsAg (r=0.559, P<0.001) ; in the treatment

duration <1 year group, there was a low degree of positive correlation between HBV RNA and HBV DNA/HBsAg (r=0.396 and r=

treatment duration >1 year group (P<0.05) ;

P<0.001). There was a low degree of correlation

0.388, both P<0.001) ; in the treatment duration >1 year group, there was a low degree of positive correlation between HBV RNA
and HBsAg (r=0.352, P<0.001). Conclusion Serum HBV RNA is negatively correlated with the duration of treatment with NAs
and the correlation of HBV RNA with HBV DNA and HBsAg gradually decreases with the increase in the duration of treatment.
Therefore, it can be used as a supplementary indicator for monitoring the level of virologic response in CHB patients to a certain

extent, with a relatively high accuracy in reflecting the level of viral replication in untreated patients.
Key words: Hepatitis B, Chronic; Nucleosides; Nucleotides
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J¢ HBV DNA \HBsAg [ 3¢ 5 , Rl PR W CHB S8 & Piis
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L1 AFRAT R HA20224E2 H—20224E7 A2 T A
] F K 2F Be 22 B 55— B s B2 BE 1% 300 5] CHB &2 Sk i
FEXGE . ARRHE : (1) CHB 2T & 3% E (18 M 2, 7 iF
RGFGTE R (2019 4E R ) i (932 ek e s (2) HoAT 52 4%
FR9s SR s (3) A >18 %, ekl BT, 24 Ui . HE
BRBRAE : (1)A FFA HoAths 5 M 58 50N SIS i i B o
BRI 5 (2) F B e MR 9 SRS 14 I L 25 9 1 A
3 B8 At i D] 3 ) 7 S SR A 5 (3) B TR I Bk
Hoh 22 G0 A bR B 5 (4) I ORSOLEE ;s (S FEA ™ &
NN 3 RS e

1.2 BRI &

L2.1 W ARFAKE WO B 1 L Ok, A s
5 AE WS, L7 HBV RNA ,HBV DNA , HBsAg., HBeAg.
ALT AST J0 8 254 S a7 I 8] 55

1.2.2 & HBV RNAK-Feml  SRAE B EF KIS mL,
=20 CLRAF SR RIZE 4 Bk I J5 2% , (i 1 HBV SAT K5l
IR & (I B A R A B A ) |, e B R A ik
FR G B A A A o A DU 53 R A% R A AR 52 ¢
JCAZ IR IR H ARG I T 38 4, e rh SR 4 R A
A 2 RNA 45 R 2 B AutoSAT 4 F s 8% 1R A8
G A e ZIRGR SRR T FR S 100 #5 D /mL,
K Bl 107 ~ 10° 4% D1 /mL, >10%F% U1 /mL 85 TG0 | FR
1.2.3 27 HBV DNA . HBsAg.HBeAg,ALT,AST 7K -F
Haml 43 R AR I 2R G R e A T AN , e AR o 1=
2 S A B MR 53 56 A

x1

1.3 st F & A SPSS 26. 0 2 GraphPad

Prism 8 XA HEAT AT AL B . T BERILA M(Py ~ P,)

22 , W 2H ) L %88 SR F Mann-Whitney U ¥ 5 , 2 2H 7] L

R Kruskal-Wallis H 45 %6, oF — 20 95 7 L8R

Bonferroni 1 1F ¥ 5 11809 B4 1] He 8% )(2 Ko . >R

Spearman AH & 73 AT LU HL A FE PR R AH G JEE . P<0. 05
SAAGIFEE L,

2 R

2.1 —#&FH 3001 CHB H: # rf HBeAg BH ¥ 55 4
(18.3%) ,HBeAg B 245 51 (81. 7%) . HBeAg BHIE:4 5
HBeAg 1M 20 835 () 4F % S 1% HBV RNA \HBV DNA |
HBsAg ALT AST K- 43 11 22 5 ¥ e iH 3 L (PE <
0.05)(%1),

2.2 FRRE®RKEH DA EIFGT R DIRERE I
227 45, Horb i R B U EEIR T 180 141, £ FH
VAR TS 46 1) BRI TR R T35 SO v AR T PO REA
J7E LB, ARIESF 259 HBV DNA (HBV RNA A6 Hi 5
5 HBV DNA .HBV RNA .HBsAg 7K V434 i H4 TE 42 3
2R S(PAE>0.05) (% 2),

2.3 ALk A E T AT R R B 4 40 &35 AR £ R BAE Kk
KIGIT A RIT BT <1 AR R YT B ] >1 4R 4 (8] HBV
RNA .HBV DNA HBsAg /K- V-5 i B B A Giit ¢ 25 5 (P
11<0.05) , #F— 2L W LA, Horh RIRYT 4 5 RYT Il <
1AEZHAUA DNA JKF- 3 A i AT S8 147 22 5+ (P<0. 05)
KIRIT 567 A > 1 4E 41 HBV RNA  HBV DNA /K-
I AA GiiteE 25 5 (PIEI<0. 05) s AP ] <1 4F 53R T7
A [8]>1 4F- 24 H HBV RNA .HBV DNA . HBsAg 7K 431 1
WA Ge it 25 5 (P <0, 05) (23) o MM BT i
7R HURERIGY T ] 5 HBV RNA  HBsAg 7K V-5 12 55 1 4
X (rH 53 91 -0. 247 0. 138, P{E#1<0. 05) , 15 HBV DNA
IR B FAHIE (=—0. 771, P<0. 001)

—MRFRHLE

Table 1 Comparison of general data

b HBeAg P4 (n=55) HBeAg BAPELL (n=245) SiHE PAH
AW (%) 46(35 ~53) 51(45~56) Z=-3.116 0. 002
PN (%) ] ¥=0.615 0.433
% 34(61.8) 165(67.3)
4 21(38.2) 80(32.7)
HBV RNA(Ig # Il /mL) 6.02(4.50~7.33) 2.00(2.00~2.75) Z=10. 831 <0. 001
HBV DNA (Ig IU/mL) 3.58(2.00 ~ 6. 48) 2.00(2.00~2.75) 7=6.298 <0. 001
HBsAg(lg TU/mL) 3.64(3.19~4.28) 2.77(2.09~3.21) 7=17.282 <0. 001
ALT(U/L) 24.60(16. 40 ~ 53. 40) 19. 80(14. 60 ~ 26. 30) 7=3.563 <0. 001
AST(U/L) 24. 60(20. 20 ~ 33.90) 19.90(16. 95 ~ 24. 55) 7=3.703 <0. 001
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Table 2 Effects of different antiviral drugs on various indicators

BhR BERF 4 (n=180) it d5 20 (n=46) SeitHH PH
HBV DNA K H 3R [ 4] (%) ] 28(15.6) 4(8.7) Y'=1.418 0.234
HBV RNA K H [ (%) ] 85(47.2) 23(50.0) X=0.113 0.736
HBV DNA(Ig [U/mL) 2.00(2. 00 ~2.00) 2.00(2.00 ~2.00) Z=—1.334 0.182
HBV RNA(lg #£ 1 /mL) 2.00(2.00 ~3.20) 2.09(2.00 ~ 4.20) 7=0. 861 0.389
HBsAg(lg TU/mL) 2.88(2.28 ~3.38) 2.92(2.50~3.57) 7=0.539 0. 590

R3 HRSETAEARE HBV RNA.HBV DNA HBsAg k£ 5
Table 3 Differences in HBY RNA, HBV DNA, and HBsAg levels at different times of antiviral treatment

21 51 1%k HBV RNA (Ig # Il /ml.) HBV DNA (Ig TU/mL) HBsAg(lg IU/mL)

RIGITH 73 2.73(2.00~5.11) 3.96(3.33 ~6.00) 2.86(2.11~3.70)
IRYT TR AR A 91 2.47(2.00~4.71) 2.00(2.00~2.71)" 3.25(2.63 ~3.84)
YY) > 1 AR 4 136 2.00(2.00 ~2.94)"? 2.00(2. 00 ~2.00)"? 2.78(2.20~3.13)?
Hi4 19. 301 206. 390 13. 693

PH <0. 001 <0. 001 0. 001

W SARIBITALELEL, 1) P<0. 055 5iRy7 R <1 R4 b, 2) P<0. 05,

2.4 o7k HBV RNA 55 HBV DNA . HBsAg 7K - 44 48 % 1
.75 HBV RNA 5 HBV DNA  HBsAg 7K - 5 1% & 4H ¢
(r{E 535124 0. 360.,0. 442, PE5<0. 001) (& 1) ; E—
IR AEARIBIT 4 T, HBV RNA 5 HBV DNA /KF
L5 I A 56 (7=0. 752, P<0. 001) , 5 HBsAg 7K *F- 5t i F
1E A & (r=0. 559, P<0. 001) ; 7E 3 J7 if ] <1 4F 4
HBV RNA 5 HBV DNA . HBsAg 7K “F- 5 0 2 1F A0 ¢ (r fi
43914 0. 396.,0. 388, P{E 4 <0. 001) 5 7E 37 7 iif [H] >1 4F
20, HBV RNA 5 HBsAg 7K F 21 B 1E#H2% (7=0. 352,
P<0.001),5 HBV DNA KT A 5E (P=0. 253) .

2.5 ZBEBERMKENRLEEINLE 2F HBV RNA 49
% % IfL7% HBV DNA BHP: 35 3 105 %], HBV DNA B
H 1956, /£ HBV DNA B34 HBV RNA FHHE & 4
kb 44. 19%(86/195) . MFELIA B, HBV DNA [ ¥
195 {5l , HBV DNA PHYER 32 6], Horp 367 B ] <14 A9
B H , 7F HBV DNA [ 4% # 1 HBV RNA FHE# (5 1
55. 6%(35/63) ; GIF I A]> 1 454 H 8 76 HBV DNA BAfE
P HBV RNA FHME# & 1 38. 6%(51/132) , 2 55 2
SAG AR L (=4.952,P=0.026) .

3 it

CHB ¥ Z KA 7 B & Kk AR AR AR Ji PR 2
I 40 1L P ) cocDNA XE LU 52 4 RO 5 g2 R 1
PN TG 9 1 RNA SRR W) 4680 . HBsAg /£ CHB f8 4%
(A7 13 R AT LU AR 7R ceeDNA BTG M (HJE DR H
cceDNA 5% 4 (1) HBV 2[R 21 55 /& HBsAg 19 4 U5, FiF LA
B RS RIMER . 1 pgRNA BRI FAUK IR TF cccDNA,
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E1 HBV RNA 5 HBV DNA .HBsAg B8 %1%
Figure 1 Correlation of HBV RNA with HBV DNA and
HBsAg

AR A i S ad B W s A MEL IR B8 )5 LU 0 11
TR 2 3 b, PR H i B98I peRNA J& 5K
B2 1) 993 T3 2 R DN 48 B BE B 47 i S B cec DN A s S 7 1
BT AE I R BR 4 , vl LU F W00 B sl 883577 10 2
i 10T R A e i DR I HBY RNA I
HBV DNA 7K I TR I T FRAE Sk 87 8 98 75 2 L 225 b
HE o AHEZE S B A B, A8 AN [) 19 NAs 33 97 X5 F 1l

http://www.cnki.net



62 R AT AE R 22 & 40 5 5 1 9 2024 £ 1 B

J Clin Hepatol, Vol. 40 No. 1, Jan. 2024

HBV RNA .HBV DNA A% i % & HBV RNA \HBV DNA %,
R HBsAg 19 5 %A BH 2 152 0, $2 75 R[] NAs 1997
ROARL. 1T HBeAg FAPEZHAF 12 /N T HBeAg BHPEZH , iX 5
B A A O TS 45 AR, B HBeAg I S AR IA A
Ko [A] B HBeAg BH 1 40 vf £ 3% 1l ¥ HBV RNA . HBV
DNA HBsAg 7K V- it 3 5 T HBeAg FIPE4 , #/5 HBeAg
FHME R3S cccDNA B S T6 4 5 T HBeAg 1M R 5 .

AW 58 AH & 43 A7 45 L R, I3 HBV RNA 5
HBV DNA ,HBsAg 7K V-2 ik B #H ¢ (HBV DNA : r=0. 360,
HBsAg:r=0. 442, P{E}<0. 001) , 45 R & PR 2167 I
AN [ £8 5 43R 3 21, 43243 FT ik 75 HBV RNA 5 HBV
DNA HBsAg 7K -4 AH S Bl 2 767 ) [1] 7 SE K32 ¥ T
W, x5 AP BT R 45 SR AR R . BRI HBY
RNA 7K P78 46 5 5006 B 16 I B[R] 52 4 55 97 AH ¢ Gr=
-0.247,P<0.05) ,{HJE 1ML HBV RNA 5 HBV DNA 7K
AT, LR AR YT 41 HBV RNA \HBV DNA
KPR YT R > 1AR AL R YT BRI <1 440 HBV
RNA \HBV DNA 7KV i 2 5 TIRYT IR >1 4R 2, AR K
TBIT 2 567 I A< 4EZH HBV RNA 7K -4 41 175 15 TG B
22 5 B SACRE PR REIA YT T RS, HBV RNA |
HBV DNA /KA , 55 A2 % 22 i B e 4 AR
ANFZERATRE S B MR 2 A C, e HBV DNA [f]
PERBE A4 40. 4% ) EEE AR I AT LUK I £ HBV
RNAF77E , 5 HAMBEFE 2445 S —%0, B HBV RNA FH:#
TE HBV DNA B35 919 5 H Rl 36 7 I 8] 19 422 K i B
AR, BF5E S 2B HBV RNA FR&/KF 5 HBV DNA R
R 7K - IF A —2, HBV RNA 7K T %318 T HBV DNA
IRV X s 2 R IR B A S T DUAR B
HBV RNA 7KV PFAG 006 B2 T7 2L cceDNA {6 PE i
HBsAg 7K VI AN 58 4 A X — HLAE , IXAE— e B
W T HBsAg /KA RE A b S B CHB £ 35 7R P 7 2
il B o

ZE LA, i HBV RNA ZKSFli/F ] LS HBV DNA |
HBsAg 7K 2548 A 2L [ Wi I CHB £ 35 P9k 116 7 AU 3K
B AL RIGYT 85 i R WL 35 2 i 7K - T 1 1 1 ff
PEH i, 7E HBV DNA 7K AR T4 00 BRI AT LS %R TG
TR AR DU B 2R KT S

CIEEER: AR T ET202351 42882867
FRFEFHE—WEERLELET AT M5 H
KJX2022-074-01,
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