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Clinical study of hepatitis B virus RNA in different HBeAg

states in chronic hepatitis B
ZHANG Xiao —jing WU Rui HUANG Wei LIU Yan WU Xiao —ying LIU Shou - rong
Department of Liver Disease Hangzhou Xixi Hospital ( Hangzhou Sixth Peoples Hospital) ~ Zhejiang 310023  China

Abstract: Objective The value of serum HBV RNA in chronic hepatitis B ( CHB) management was explored by observing the
expression level and detection rate of HBV RNA in CHB under different states of HBeAg and the correlation with HBV DNA and
HBsAg. Methods A total of 253 CHB patients including 103 HBeAg — positive patients and 150 HBeAg — negative patients
who were admitted to the outpatient and inpatient departments of Hangzhou Xixi Hospital from January 2021 to December 2021
were included in this study. Serum HBV RNA quantification was detected and its correlation with HBsAg and HBV DNA was
analyzed. Results The level differences of HBV RNA and HBV DNA were statistically significant between HBeAg — positive
group and HBeAg — negative group ( P <0.001) . The quantifications of HBV RNA HBV DNA HBsAg ALT and AST in
HBeAg — positive patients were higher than those in HBeAg — negative patients. In HBeAg positive group serum HBV RNA was
positively correlated with HBV DNA and HBsAg (r=0.855 r=0.669 P <0.001). In HBeAg negative group serum HBV
RNA was correlated with HBV DNA and HBsAg (r=0.476 r=0.375 P <0.001) but not as positively as HBeAg positive
group. HBV RNA was positively correlated with HBsAg and HBV DNA in patients without CHB treatment (r =0.779 r=
0.918 P <0.001). HBV RNA was positively correlated with HBsAg in CHB treated patients (r =0.306 P <0.001).
Conclusion Serum HBV RNA is significantly correlated with HBsAg and HBV DNA  which is better in HBeAg — positive
patients than that in HBeAg — negative patients and better in untreated patients than that in treated patients. HBeAg — positive
patients had higher viral levels and abnormal rate of liver function.
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